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Curcuma Has Effect on the Improvement of Lipid Metabolism of Body through Intesti-

nal Flora
LI Jing

Abstract: Objective: To study the mechanism of the effect of curcuma on lipid metabolism of body by adjusting intestinal
flora. Methods: Divided healthy mice into three groups randomly, namely the normal group, the model group and the
curcuma group, 10 cases in each group. The normal group was fed with normal diet, while the model group and the curcuma
group received high—fat diet. The curcuma group was additionally given 200 mg/(kg+d) of curcuma by gavage for 12 weeks
continuously, while other two groups were given equivalent normal saline by gavage. After the last administration, mice were
sacrificed by cervical vertebra dislocation after 6—hour fasting. Their adipose tissues of intestine, liver and visceral were
separated and preserved in liquid nitrogen in order to be used in later study and analysis. Results: Compared with those in the
normal group, body mass, liver fat and abdominal fat of mice in the model group were obviously increased; levels of total
cholesterol (TC) and low density lipoprotein cholesterol (LDL-C) in serum were obviously increased; lactic acid bacteria and
bifidobacterium in intestinal flora were obviously decreased; enterococcus faecalis was obviously increased; the ratio of
bacteroid to firmicutes was obviously decreased; the expression of MmRNA of small-intestine adipocyte factor—
fasting—induced adipocyte factor(FIAF) was decreased; the expression of mRNA of lipoprotein lipase(LPL) was increased; the
expression of MRNA of LPL and stearoyl-CoA desaturase(SCD1) in liver were obviously increased; the expression of mRNA
of cholesterol 7 o —hydroxylase (Cyp7 & 1) was obviously decreased, differences being significant (P < 0.05). Compared with
those in the model group, body mass, liver fat and abdominal fat of mice in the curcuma group were obviously decreased;

levels of TC and LDL-C in serum were obviously decreased; level of high density lipoprotein cholesterol (HDL-C) was
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obviously increased; lactic acid bacteria and bifidobacterium in intestinal flora were obviously increased; enterococcus faecalis

was obviously decreased; the ratio of bacteroid to firmicutes was obviously increased; the expression of mRNA of FIAF in

small intestine was increased; the expression of mMRNA of LPL was decreased; the expression of mMRNA of LPL and SCD1 in

liver was obviously decreased; the expression of mMRNA of Cyp7 a1 was obviously increased, differences being significant

(P < 0.05). Conclusion: Curcuma can improve the lipid metabolism of body by adjusting the composition of intestinal flora to

promote the expression of FIAF.
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